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In the Claims: 

This listing of claims will replace all prior versions and listings of claims in the 
application: 

1 . (Currently Amended) A crystal comprising o f a polypeptide having the 
amino acid seouence of residues 29-766 of SEQ ID NO: 2 d i popt i dv l pept i dase IV 
wherein the crystal diffracts x-ravs for the determination of the atomic coordinates of the 
polypeptide at a resolution of 3 A or less, having character i stics sufficient tn nnnurn a 
resolution capab l e of ana l yz i ng i ts throo d i mensiona l structure up to tho sid e cha i n lo vol 
by X ray crysta l lographic structura l ana l ys i s. 

2. (Cancelled) 

3. (Currently Amended) The A crystal comprising a polypeptide having the 
amino acid seouence of residues 33-766 of SEQ ID NO: 2 wherein the crystal diffracts 
x-ravs for the determination of the atomic coordinates of the polypeptide at a resolution 
of 3 A or less, according to c l a i m 1 or 2. whoro i n tho d i popt i dy l peptidase I V i n a 
po l ypept i de hav i ng an am i no ac i d sequonco in wh i ch a transmombrano reg i on i s 
d ele ted from tho am i no ac i d soquonco of SEQ ID NO: 2, and a tag pept i de is opt i ona l ly 
add e d to a C termina l s i do or N term i na l sido thoroof. 

4. (Currently Amended) The crystal according to claim 1 or 3 any one of 
cla i ms 1 to 3 , wherein the crystal has a space group of P2 1 2 1 2 1) and a lattice constant of 
the unit cell of |a| = 118.0 ± 5.0A, |b| = 125.9 ±5.0A, |c| = 136.8 ± 5.0A, and 

a = p = y = 90°, and is orthorhombic. 

5. (Currently Amended) The crystal according to claim 1 or 3 any one of 
c l a i ms 1 to 4, wherein the crystal has the structural coordinates shown in Figure 4. 
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6. (Currently Amended) The crystal according to claim 1 or 3 any one of 
c l a i ms 1 to 4 , wherein the crystal has a structural coordinates different from the 
structural coordinates as shown in Figure 4 via fluctuation of a protein. 

7-24. (Cancelled) 

25. (New) The crystal according to claim 1 or 3, wherein the polypeptide 
further comprises a polyhistidine tag. 

26. (New) The crystal according to claim 1 or 3 wherein the crystal diffracts x- 
rays for the determination of the atomic coordinates of the polypeptide at a resolution of 
2.8 A or less. 

27. (New The crystal according to claim 1 or 3 wherein the crystal diffracts x- 
rays for the determination of the atomic coordinates of the polypeptide at a resolution of 
2.6 A or less. 

28. (New) The crystal according to claim 1 or 3, wherein amino acid residues 
Ser 630, Asp 708 and His 740 of SEQ ID NO:2 have the structural coordinates shown in 
Figure 4. 



